Crystallization and preliminary X-ray crystallographic analysis of the Pseudomonas aeruginosa cyclohexadienyl dehydratase.
The title protein has been crystallized in a new crystal form. The crystals belong to the cubic space group P4132 (or P4332) with unit-cell dimensions a = b = c = 126.1 A at 100 K and typically diffract beyond 1.6 A at the Cornell High Energy Synchotron Source (CHESS) A1 beamline.